Supplementary
: Representative GC/MS mass spectra of A) geraniol, B) nerol, C) E,Efarnesol, and D) Z,E-farnesol. Upper panels correspond to mass spectra of actual FPPS reaction products after alkaline phosphatase treatment while lower panels correspond to mass spectra of prenyl alcohols in the mass spectral library of the Shimadzu GCMS LabSolution software V 2.71. 
Supplementary Methods

Construction of the RsFPPS protein expression vector
Using pBs-RsFPPS1465 as the template, the ORF region for RsFPPS cDNA was amplified by PCR with the primers pET-FPPS-FL-F and pET-FPPS-FL-R (Supplementary Table 1 ). The forward primer (pET-FPPS-FL-F) was designed to remove the start codon (ATG) in RsFPPS and to enable insertion into the pET200/D-TOPO plasmid (Invitrogen) by the addition of four nucleotides (CACC) at the 5' end. The construct, pET200-RsFPPS1296, was transformed into BL21(DE3) E. coli cells (Invitrogen).
Recombinant RsFPPS protein expression and purification
Production of the recombinant RsFPPS was carried out in E. coli BL21(DE3) cells harboring the pET200-RsFPPS1296 plasmid grown in LB media with 20 µg ml -1 kanamycin .
Protein production was induced by the addition of IPTG to a final concentration of 0.05 mM when cell densities were at OD600 0.7~0.9 after incubation at 37 °C. Thirty minutes prior to IPTG induction, sorbitol was added to a final concentration of 600 mM to help with the solubilization of the expressed protein. After induction, cells were grown at 20 °C for 20 hours and harvested by centrifugation at 2,500g for 20 minutes at 4 °C. After decanting the supernatant, the resulting pellet was suspended in lysis buffer containing 50 mM NaH2PO4 and 300 mM NaCl (pH 8.0) and sonicated with three 5-second bursts using an ultrasonic homogenizer (UD-100, TOMY SEIKO Co. Ltd., Tokyo, Japan). The lysate was centrifuged at 19,000g for 15 minutes at 4 °C and the supernatant was transferred to an equilibrated Ni-NTA column (Qiagen, Hilden, Germany) for purification. Ni-NTA purification was patterned after methods previously described 1, 2 .
Purification buffers were as follows: washing buffer A (50mM NaH2PO4, 300 mM NaCl, 50 mM imidazole, 10 mM ATP, 0.10-0.15 mg ml -1 of heat-denatured E. coli proteins, and 20% glycerol, 
Supplementary Methods References:
